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EXPERIENCE SUMMARY   

Associate Professor, National Institute of Genetic Engineering & Biotechnology (2003-present) ∙ 

Founder of Bioinformatics Lab. In National Institute of Genetic Engineering & Biotechnology ∙ 

Founder of Iranian Bioinformatics Society.  

Director of research projects in bioinformatics.  

Editor of Iranian Journal of Biotechnology, Journal of Science, Modern Genetics, Iranian Journal of 

Biology.  

Editor of Applied Biology Alzahra University Tehran Iran  

Editor of  the Journal of Cell and Molecular Research JCMR Ferdowsi University of Mashhad, Iran  

Teaching experience: Macromolecular Structure, Biophysics, Cellular Biophysics, 

Bioinformatics, Protein Engineering, Protein structure, Systems Biology. 

EMPLOYMENT AND RESEARCH HISTORY 

National Institute of Genetic Engineering and Biotechnology Faculty Member Systems 

Biotechnology Department September 2003 – Present  

Research Projects Director National Institute of Genetic Engineering and 

Biotechnology   

∙ Propensity analysis for amino acids in loop regions connecting secondary structure in proteins. ∙ 

Sequence analysis of the exon intron database for DNA hopping.  

∙ Analyzing different proteins used in nanobiotechnology  

∙ Comparison of amino acid preference in prions  

∙ In silico analysis of N-MYC  

∙ In silico analysis of dynein heavy chain family  

∙ Prediction of the secondary structure of Proteins using doublets overlapping information on PDB  

structures.  

∙ Study of a Biological Network between Endoplasmic Reticulum Stress and Inflammation in Retinal  

Degenerative Diseases  

∙ Exploring Proteins With The Most Number Of Chameleon Sequences Chameleon In E. Coli ∙ 

Prediction and Validation of Interactions between Host Proteins Deregulating the Multiple  Signaling 

Cascades in Hepatitis B Virus Related Hepatocellular Carcinoma: Combined Strategies  Involving 

Tools of Bioinformatics and In Vitro Cell Culture System 

AWARDS, HONORS AND MEMBERSHIPS  

The first Iranian woman to obtain a Ph.D. in Biophysics.  

Many grants and fellowships for attending different conferences along with the ISMB/ECCB Best  



Presentation Award by the committee of international conference for intelligent systems for molecular  
biology and the European conference on computational biology.  

Vice President of Iranian Bioinformatics Society  

Head of Nanotechnology Committee in National Institute of Genetic Engineering & 

Biotechnology. Member of Bioethics Committee.  

Member of Bioinformatics Department University of Tehran.  

Member of Biotechnology Society.  

Member of Nanobiotechnology Committee of Iran.  

Member of Biophysical Society.  

Member of Biochemical Society.  

Member of New York Academy of Sciences.  

Member of International Hyperthermia Society.  

EDUCATION  

Ph. D. Biophysics  

University of Tehran- 2003  

M. Sc. in Biophysics  

University of Tehran- 1994  

B. Sc. in Microbiology  

University of Isfahan -1989  
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